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Introduction Modeling methodology [3]

CIIsS

The tissue organisation of the pancreas gives the cells a Vee model
particular resistance. Indeed, this very confined
environment makes the supply of nutrients lower and
their metabolism more adapted to survive these
conditions. Biologists assume that the aggressiveness User requirements
of pancreatic ductal adenocarcinoma (PDAC) may be
related to this cellular ability to adapt its metabolism [1]. \
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develop a coarse-grained model of
metabolic regulations and
simulate possible regulations [2].
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Aim of coarse-grained model:
Focus on the cooperation on
well known pathways.
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